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Epigenetic mechanisms for the adaptation to fluctuating nutritional

environment

Shinjiro Hino

Institute of Molecular Embryology and Genetics, Kumamoto University

Abstract

Adaptation to nutritional environment is crucial for both the organismal survival and the
population maintenance. Although the mechanisms for immediate response to environmental
fluctuations have been well known, those for the long-term adaptation are poorly
understood. Epigenetic mechanisms, such as DNA methylation and histone modifications,
play central roles in the development of long-lasting phenotypes. This review provides an
overview of how nutrients and nutritional signals trigger epigenetic changes, and how they
are related to phenotypic variations. In addition, recent topics such as the transgenerational
inheritance of environmental response and the epigenetic aspects of evolutionary adaptation

are summarized.

Keywords : epigenome, nutrient, adaptation, phenotype, histone demethylase

_24_



