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RNA modifications in metabolic diseases
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Abstract

Chemical modifications of bioactive molecules are critical for the biological functions.
Recently, a wide variety of posttranscriptional modifications have been identified in RNA. To
date, more than one hundred species of modifications have been found in tRNA, rRNA and
mRNA. These modifications are crucial for the structural integrity, cellular localization and
translation regulation. Moreover, dysregulation of RNA modifications has been implicated in
a number of human diseases. In this review, I will discuss about the physiological functions
of chemical modifications in cytoplasmic and mitochondrial tRNAs in mammalian cells, as
well as the pathological relevance to metabolic diseases. I will also discuss about the new
technics to identify modifications in tRNA.
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